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The names of MAbs and the location of well characterized linear binding sites of 21 amino acids or less are indicated
relative to the protein sequences of the HXB2 clone. This map is meant to provide the relative location of epitopes on
a given protein, but the HXB2 sequence may not actually bind to the MAD of interest, as it may vary relative to the
sequence for which the epitope was defined. Above each linear binding site, the MAb name is given followed by the
species in parentheses. Human is represented by ‘h’, non-human primate by ‘p’, mouse by ‘m’, and others by ‘o’. More
precise species designations for any given MAb can be found using the web search interface.
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1 Gag Ab Epitope Map

Figure 1: Gag Ab Map aa 1-100

polyclonal (o)
-

3E11 (m)

3B10 (m)

alpha-p17 (m)
-~
32/1.24.89 (m)
-~
HyHIV-6 (m)
HyHIV-5 (m)
HyHIV-4 (m)
HyHIV-3 (m)
HyHIV-2 (m)
HyHIV-1 (m)
32/5.8.42 (m)
-«
polyclonal (m)
L14.17 (m)

12H-D3b3 (0)
B4f8 (0) 32/5.842 (m)

MGARASVLS?GELDRWEKIﬁLRPGGKKKYﬁLKHIVWASRFLERFAVNPG%LETSEGCRQ%LGOLOPSLOTGSEELRSLYNTVATLYCVH?RIEIKDTKE%
10 20 30 40 50 60 70 80 90 100

Figure 2: Gag Ab Map aa 101-200

sc-FV p17 (m)
-~
31-11 (m)
15-21 (m)
9GS5 (m)
4H2B1 (m) CB-13/5 (m)
-~ -
4C9 (m) F5-2 (m) 111/052 (m)
-~ - -~
C5126 (m) 112/047 (m) 15F8C7 (m)
-~ -~
3-H-7 (m) 112/021 (m)
-~
11H9 (m) 111/182 (m)
32/5.8.42 (m) 1D9 (m) ID8F6 (m)

CD-4/1 (m)

3D3 (m 91-5 (h)

polyclonal (m)

LDKIEEEON$SKKKAQOAA?DTGHSNQVS?NYPIVONIO?OMVHQAISPRTLNAWVKVVFEKAFSPEVIﬁMFSALSEGATPQDLNTMLNTVGGHQAAMQM
50 160 70

| |
110 120 130 140 1 1 180 190 200

Figure 3: Gag Ab Map aa 201-300
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Figure 4: Gag Ab Map aa 301400
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Figure 5: Gag Ab Map aa 401-500
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2 Pol Ab Epitope Map

Figure 6: Pol Ab Map aa 1-100

8G5 (0)
8C10 (0)

8B11 (0)
| SBll)

13E1 (0)

F11.2.32 (m)
t1:2:32(m)

1696 (m) 10E7 (0)

S -
FFREDLAFLQGKAREFSSEQTRANSPTRRFLOVWGRDNN%PSEAGADRQ?TVSFNFPQVTLWQRPLVTIKIGGOLKEAL%DTGADDTVL%EMSLPGRWKP

|
IO 20 30 90 100

Figure 7: Pol Ab Map aa 101-200

8G5 (0)
>
8C10 (0)
>
8B11 (0)

>

13E1 (0)

F11.2.32 (m)
—>
10E7 (0)
—>

KMIGGIGGF%KVRQYDOIL%EICGHKAIGTVLVGPTPVN$IGRNLLTOI?CTLNFPISP%ETVPVKLKP?MDGPKVKOWPLTEEKIKALYEICTEMEKE?
110 150 170 180 190 200

Figure 8: Pol Ab Map aa 201-300
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Figure 9: Pol Ab Map aa 301400
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Figure 10: Pol Ab Map aa 401-500
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Figure 11: Pol Ab Map aa 501-600
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Figure 12: Pol Ab Map aa 601-700
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Figure 13: Pol Ab Map aa 701-800
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Figure 14: Pol Ab Map aa 801-900
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Figure 15: Pol Ab Map aa 901-1000
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Figure 16: Pol Ab Map aa 1001-1003
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3 Vif Ab Epitope Map

Figure 17: Vif Ab Map aa 1-100
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Figure 18: Vif Ab Map aa 101-192
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4 Vpr Ab Epitope Map

Figure 19: Vpr Ab Map aa 1-96
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S Tat Ab Epitope Map

Figure 20: Tat Ab Map aa 1-100
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Figure 21: Tat Ab Map aa 101-101
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6 Rev Ab Epitope Map

Figure 22: Rev Ab Map aa 1-100
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Figure 23: Rev Ab Map aa 101-116
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7 Vpu Ab Epitope Map

Figure 24: Vpu Ab Map aa 1-82
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8 gp160 Ab Epitope Map

Figure 25: gp160 Ab Map aa 1-100
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Figure 26: gp160 Ab Map aa 101-200
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Figure 27: gp160 Ab Map aa 201-300
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Figure 28: gp160 Ab Map aa 301-400 1/3
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Figure 29: gp160 Ab Map aa 301-400 2/3

HGAI13 (h)
-~
110.6 (m)
P3E1 (m)
e
5023A (m)
-~
RC25 (h)
e
KD-247 (h)
-«
537-D (h)
polyclonal (m)
-~
58.2 (m)
D SEe——
110.5 (m)
D B
110.4 (m)
I B TE———
110.3 (m)
-~
5042 (m)
D ae——
418-D (h
5042A (m)
-~
386-D (h)
o —
268-D (h)
e
5042B (m)
D
pS5.5 (m)
2424 (h)
G44/H7 (m)
f—— >
D59/A2 (m)
T —— >
A47/B1 (m)
>
IIIB-34 V3 (m)
——
TIB-13 V3 (m)
——F
5020 (m)

P4/D10 (m,
P1/D12 (m

5025B (m)
-~
5023B (m)
-~
5021 (m)
-

83.1 (m)

-~

304-D (h)
453-D (h
419-D (h)
4117C ()

1-35/(0)
Nea 9301 (m)
MN215 (h)
G3-523 (m)
5F7 (m)
4G10 (m)
loop 2/(h)
SP.SF2:104
SPBALI114 (m)
-~
0.5y (h)
-~
polyclonal (p)
M77 (h)
13105100 (m)
10-380 (h)
10-188 (h)
F19.57-11 (m)
-—
F19.48-3 (m)
-—
F19.26-4 (m)
HGA9 (h)
V3-13
1027-15D (h)
-~
908-D) (h)
-
782-D (h)
D
1006-15D (h)
-~
838:D (i)

polyclonal (m)
NNTRKI

| |
310 320 330 340

IGNMRQAHCNISRAKWNNTLKQIASKLREQFGNNKTI

%FKQSSGGDPFIVTHSFNCG?EFFYCNSTO%FNSTWFNSTW
0 380

gpl160 Ab Epitope Map 14

|
400

December 6, 2022



Figure 30: gp160 Ab Map aa 301-400 3/3
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Figure 31: gp160 Ab Map aa 401-500
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Figure 32: gp160 Ab Map aa 501-600
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gp160 Ab Epitope Map

Figure 33: gp160 Ab Map aa 601-700
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Figure 34: gp160 Ab Map aa 701-800
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Figure 35: gp160 Ab Map aa 801-856
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9 Nef Ab Epitope Map

Figure 36: Nef Ab Map aa 1-100
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Figure 37: Nef Ab Map aa 101-200
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Figure 38: Nef Ab Map aa 201-206
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